. List of all DNA sequences used in this study.
Strand Sequence
Optimization of molecular switch design Design i GGT TGG TGT GGT TGG ACA CCA ACC AGT CTA GGA TTC GGC GTG
Design ii GGT TGG TGT GGT TGG CAA CCA GTC TAG GAT TCG GCG TG
Design iii CTG GTT GGT GTG GTT GGC AAC CAG TCT AGG ATT CGG CGT G
Design iv GAC TGG TTG GTG TGG TTG GCA ACC AGT CTA GGA TTC GGC GTG 
15T
Refer to sequence of I2.
5T
AGT CTA GGA TTC GGC GTG GGT TAA TTT TTA GTC CGT GGT AGG GCA GGT TGG GGT GAC T
Unbound (noApt)
AGT CTA GGA TTC GGC GTG GGT TAA AGT CCG TGG TAG GGC AGG TTG GGG TGA C there was a general increase in the formation of HCR products. In all cases, the bound probes (15T and 5T) exhibited higher signal than the unbound noApt probe. The background noise from the unbound probes was more prominent at higher I2-P concentration. This highlights the need to keep the I2-P concentration low to minimize the development of non-localized signal. The I2-P to I1 ratio used for the subsequent part of the study was kept constant at 0.3.
